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Approximately 12-18% of family caregivers to older adults in the U.S. are 18-25 years old (i.e., emerging adulthood), yet minimal research has focused on this subgroup of caregivers (Levine, 2005; Smyth, Blaxland, & Cass, 2011) . Individuals' perceptions of an older adult's social role relate to their attitudes toward older adults as a group (Hummert, 1999; Kite & Wagner, 2002) . However, whether perceptions that emerging adult caregivers hold of older adults are specific to the social role of "care-recipient" has not been studied. A sample of 210 informal caregivers (ages 18-25) were surveyed to collect qualitative responses regarding perceptions of an older adult care-recipient (age 65+) and to assess quality of contact with the care-recipient and ageist attitudes. Participants were asked to provide five adjectives describing their older adult care-recipient. Approximately 43% provided a set of adjectives in which 80%-100% were coded as positive adjectives (e.g., "active", "wise"); similarly, half of the sample's adjective sets contained 0%-25% negative adjectives (e.g., "helpless", "obnoxious"). The quality of contact with the care-recipient was significantly correlated (p<.001) with the percentage of positive (r=.47) and negative (r=-.49) adjectives. Scores on the Fraboni Scale of Ageism were also significantly correlated (p<.01) with the percentage of positive (r=-.19) and negative (r=.20) adjectives. Overall, these emerging adult caregivers had generally positive perceptions of their older adult care-recipients, and these perceptions reflected the positive quality of contact with the care-recipient. Less ageist attitudes' relationship with more positive and less negative perceptions may have implications for experiences within a caregiving dyad. Prior work has suggested that metabolic disorders increase the risk for cognitive decline. Further, studies have identified amino acids (AAs) as potential biomarkers for dementia and diabetes. This study examines AAs and metabolic clinical markers (MCM) as predictors of cognition (Processing Speed (SOP), Working Memory (WM), Fluid (Gf) and Crystallized Intelligence (Gc)). The sample included 241 middle-aged adults from Bronx, NY. Predictors included age, gender, education, ethnicity, smoking, having diabetes, glucose, insulin, triglycerides, diastolic, and systolic blood pressure (BP), and cholesterol. AAs and associated derivatives were obtained from serum using NMR-based metabolomics. Analyses were conducted for each cognitive domain using repeated crossvalidation random forests and lasso regressions. Overall, all models had acceptable cross-validation mean squared error except for WM. Several MCMs were specific to each cognitive domain, such as lower triglycerides and glucose associated with better SOP and higher systolic BP associated with better Gc while none were identified for Gf. The Gf model had the least number of AAs with lower serine associated with better FI. Two AAs, higher histidine and alanine, were associated with better SOP. Further, higher alanine, valine, isoleucine, serine, methionine, betaine, and moderate tyrosine were associated with better Gc. These results indicate that AAs were specific to each cognitive domain and ranked similar or higher in importance as several MCMs These results suggest that further investigation of AAs alongside associated MCMs is needed to assess the metabolic contribution to cognitive performance. Such research will help identify specific metabolic targets relating to cognition. Background: Age-related inter-muscular fat (IMF) deposition is associated with poor physical function in those with preserved/high muscle mass. However, the heterogeneity of IMF in aging is poorly understood. We used a semi-targeted metabolomics approach to: 1) determine the metabolites associated with IMF infiltration in aging; and 2) establish a model to predict IMF using the metabolome. Methods: We performed a cross-sectional analysis of 314 African-American men (age: 69-79 years) from the Health ABC study at baseline. Midthigh IMF area (cm2, by CT) and 350 plasma metabolites (by liquid-chromatography/mass spectrometry) were measured. Correlation analysis was performed to determine metabolites associated with IMF. An IMF prediction model was calculated, using regression analysis with 10-fold cross-validations on random halves of the population with metabolites, age and weight as predictors. Results: Of 161 metabolites correlated with IMF (P<0.05), 34 remained significant after adjusting for age, weight, physical activity, medications, smoking and multiple comparisons (false discovery rate ≤0.25). IMF-associated metabolites were primarily lipids (76%) and amino acids (15%). Most metabolites were positively correlated with IMF (94%), with the exception of mevalonic acid (from fatty acids sub-class) and glutamine (from organic-acids) which were negatively associated with IMF. IMF-associated metabolites predicted 49% of the variability in the actual IMF in the test set of the random half of the population (50%, n= 144). Conclusion: Identification of the unique metabolomics features associated with IMF may improve our understanding of key biological alterations of muscle during aging. Aging, 2019, Vol. 3, No. S1 
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